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PSSpred: http://zhanglab.ccmb.med.umich.edu/PSSpred/



Practical-I: Protein secondary structure prediction

1, please generate secondary structure by on-line server of PSSpred for 
the following protein sequence:

MVLSEGEWQLVLHVWAKVEADVAGHGQDILIRLFKSHPETLEKFDRVKHLKTEAEMKASEDLKK
HGVTVLTALGAILKKKGHHEAELKPLAQSHATKHKIPIKYLEFISEAIIHVLHSRHPGNFGADAQLEL
GAMNKAFRKDIAAKYKELGYQG

2, download the standalone PSSpred program and generate secondary 
structure prediction for the following protein sequence:

AILLPVEGAQLSELRQIPAEGGPVLHLRLDSPQFSQFGEIYFSEVLPRRVKAWKRHSLTQLFAVPVGCI
HVVLYDGREKSPTSGRLAQVTLGRPDNYRLLRIPPQVWYGFAATGDTPALVANCTDIPHRQGESERAP
QDAPFIPFSWAGADLSGT



Output of PSSpred

Confidence score 1-9

SS: C- coil, H-helix, E-strand

Original output file



‘seq.dat.ss’ file



Three steps to install PSSpred

http://zhanglab.ccmb.med.umich.edu/PSSpred/

ftp://ftp.ncbi.nlm.nih.gov/blast/db/

Considering the limitation of speed, please also download the nr database from:



What are included in ‘PSSpred_v3.tar.gz’

Perl script to implement PSSpred

Executable program for 7 PSSpred predictors

Instruction of the package

Trained parameters



What will you see in the readme file?

Important



NeBcon: http://zhanglab.ccmb.med.umich.edu/NeBcon/

Example output: http://zhanglab.ccmb.med.umich.edu/NeBcon/EXAMPLE/



Practical-II: Protein contact prediction

1, please generate contact prediction by on-line server of NeBcon for the 
following protein sequence:

MVLSEGEWQLVLHVWAKVEADVAGHGQDILIRLFKSHPETLEKFDRVKHLKTEAEMKASEDLKK
HGVTVLTALGAILKKKGHHEAELKPLAQSHATKHKIPIKYLEFISEAIIHVLHSRHPGNFGADAQLEL
GAMNKAFRKDIAAKYKELGYQG

2, download the standalone NeBcon program and generate contact 
prediction for the following protein sequence:

AILLPVEGAQLSELRQIPAEGGPVLHLRLDSPQFSQFGEIYFSEVLPRRVKAWKRHSLTQLFAVPVGCI
HVVLYDGREKSPTSGRLAQVTLGRPDNYRLLRIPPQVWYGFAATGDTPALVANCTDIPHRQGESERAP
QDAPFIPFSWAGADLSGT


